Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.034; wR factor = 0.096; data-to-parameter ratio = 15.5.
In the title compound, 2C 5 H 7 N 2 + Á2C 2 HO 4 À ÁH 2 O, the asymmetric unit consists of an aminopyridinium cation, an oxalic actetate anion and a half-molecule of water, which lies on a two-fold rotation axis. The crystal packing is consolidated by intermolecular O-HÁ Á ÁO, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds. The molecules are linked into an infinite one dimensional chain along [010] .
Related literature
For the biological activity of 4-aminopyridine, see: Judge & Bever (2006) ; Schwid et al. (1997) ; Strupp et al. (2004) . For the structure of oxalic acid, see: Derissen & Smith (1974) . For related structures, see: Anderson et al. (2005) ; Bhattacharya et al. (1994) ; Chao & Schempp (1977) ; Karle et al. (2003) . For stability of the temperature controller, see: Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINT (Bruker, 2005) by blocking potassium channels it prolongs action potentials thereby increasing transmitter release at the neuromuscular junction (Judge & Bever, 2006; Schwid et al., 1997; Strupp et al., 2004) . The structure of 4-aminopyridine has already been reported (Chao & Schempp, 1977) . Redetermination of the structure of 4-aminopyridine has been reported (Anderson et al., 2005) . The crystal structure of oxalic acid monohydrate has been reported (Derissen & Smith, 1974) . As an extension of our systematic study of the hydrogen bonding patterns of 4-aminopyridine with carboxylic acids, the title compound (I) has been synthesized and the crystal structure determined.
The asymmetric unit of (I) ( (Anderson et al., 2005) . This type of protonation is observed in various 4-aminopyridine acid complexes (Bhattacharya et al., 1994; Karle et al., 2003) . The bond lengths and bond angles of the 4-aminopyridine are comparable to the values reported earlier for 4-aminopyridine (Chao & Schempp, 1977; Anderson et al., 2005) . The 4-aminopyridine ring is essentially planar with the maximum deviation from planarity being 0.0075 (9)Å for atom N1. The bond lengths and bond angles of the oxalate are comparable to the values reported for oxalic acid (Derissen & Smith, 1974) .
The crystal packing is consolidated by intermolecular O-H···O, N-H···O and C-H···O hydrogen bonds (Table 1) (Fig. 2) .
Equimolar quantities of 4-aminopyridine (0.094 g, 1 mmol) and oxalic acid (0.090 g, 1 mmol) were dissolved in 25 ml water.
The solution was refluxed at 323 K for 12 h. Colourless crystals were harvested after two months of solvent evaporation.
Refinement
All the hydrogen atoms were located from the Fourier map and were allowed to refine freely.
sup-2 Figures   Fig. 1 . The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom numbering scheme. 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K. supplementary materials sup-6 Fig. 1 
